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<110> APPLICANT: Brett P. Monia 
Lex M, Cowsert 

<120> TITLE OF INVENTION: ANTISENSE MODULATION OF AKT-2 EXPRESSION 
<130> FILE REFERENCE: RTSP-0155 

<140> CURRENT APPLICATION NUMBER: US/09/913,800 
<141> CURRENT FILING DATE: 2001-08-16 

<150> PRIOR APPLICATION NUMBER: 09/256,465 
<151> PRIOR FILING DATE: 1999-02-23 



<160> NUMBER OF SEQ ID NOS : 4 7 
<210> SEQ ID NO: 1 
<211> LENGTH: 1599 
<212> TYPE: DNA 
<213> ORGANISM: Homo sapiens 
<220> FEATURE: 
<221> NAME/KEY: CDS 
<222> LOCATION: (88).. (1533) 
<4 00> SEQUENCE: 1 

gagactgtgc cctgtccacg gtgcctcctg catgtcctgc tgccctgagc tgtcccgagc 
taggtgacag cgtaccacgc tgccacc atg aat gag gtg tct gtc ate aaa 

Met Asn Glu Vai Ser Val lie Lys 
1 5 
gaa ggc tgg etc eac aag cgt ggt gaa tae ate aag aee tgg agg eea 
Glu Gly Trp Leu His Lys Arg Gly Glu Tyr lie Lys Thr Trp Arg Pro 

10 15 20 

egg tac ttc ctg ctg aag age gac ggc tec ttc att ggg tac aag gag 
Arg Tyr Phe Leu Leu Lys Ser Asp Gly Ser Phe lie Gly Tyr Lys Glu 
25 30 35 40 

agg ecc gag gee cct gat cag act eta eec ecc tta aac aac tte tee 
Arg Pro Glu Ala Pro Asp Gin Thr Leu Pro Pro Leu Asn Asn Phe Ser 

45 50 55 

gta gca gaa tge cag ctg atg aag ace gag agg ccg cga eec aac ace 
Val Ala Glu Cys Gin Leu Met Lys Thr Glu Arg Pro Arg Pro Asn Thr 

60 65 70 

ttt gtc ata egc tge ctg cag tgg ace aea gtc ate gag agg aee ttc 
Phe Val lie Arg Cys Leu Gin Trp Thr Thr Val lie Glu Arg Thr Phe 

75 80 85 

cae gtg gat tct eea gac gag agg gag gag tgg atg egg gee ate eag 
His Val Asp Ser Pro Asp Glu Arg Glu Glu Trp Met Arg Ala lie Gin 

90 95 100 

atg gtc gee aac age etc aag cag egg gee cca ggc gag gac ecc atg 
Met Val Ala Asn Ser Leu Lys Gin Arg Ala Pro Gly Glu Asp Pro Met 
105 110 115 120 

gac tac aag tgt ggc tec ecc agt gac tec tec acg act gag gag atg 
Asp Tyr Lys Cys Gly Ser Pro Ser Asp Ser Ser Thr Thr Glu Glu Met 

125 130 135 

gaa gtg gcg gtc age aag gca egg get aaa gtg acc atg aat gac ttc 
Glu Val Ala Val Ser Lys Ala Arg Ala Lys Val Thr Met Asn Asp Phe 
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399 



447 



495 



543 
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Asp 
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Gly 
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Gly 
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Val 
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egg 


gag 
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act 
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Val 
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Met 
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Leu 


Arg 
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Val 


Thr 


Glu 
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egg 
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etc 
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agg 


cae 


ccg 


tte 


etc 


act 


gcg 


etg 


aag 
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83 


Ser 


Arg 


Val 
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Asn 


Thr 


Arg 


His 


Pro 
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Thr 


Ala 


Leu 


Lys 
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205 










210 










215 






86 


tat 


gcc 


tte 


cag 


aec 
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gae 


cge 
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tgc 


ttt 


gtg 


atg 
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tat 


gcc 


783 


87 


Tyr 


Ala 
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Thr 


His 


Asp 


Arg 
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Cys 


Phe 


Val 


Met 


Glu 


Tyr 


Ala 
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220 










225 










230 








90 


aac 


ggg 


ggt 


gag 


etg 


tte 


tte 


cae 


etg 


tee 


egg 


gag 


egt 


gtc 


tte 


aca 


831 


91 


Asn 


Gly 


Gly 


Glu 


Leu 


Phe 


Phe 


His 


Leu 


Ser 


Arg 


Glu 


Arg 


Val 


Phe 


Thr 
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egg 


gcc 
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tat 
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teg 


get 


ett 
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879 
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Glu 


Glu 


Arg 


Ala 


Arg 
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Gly 


Ala 


Glu 
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Val 


Ser 


Ala 
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Glu 
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egg 
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Val 
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He 
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Glu 


Asn 
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270 
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etc 


atg 


etg 


gae 


aaa 


gat 
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cae 


ate 


aag 


ate 


act 


gac 


ttt 


ggc 


etc 


975 


103 


Leu 


Met 


Leu 


Asp 


Lys 


Asp 


Gly 


His 


He 


Lys 


He 


Thr 


Asp 


Phe 


Gly 


Leu 
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285 










290 










295 






106 


tgc 


aaa 


gag 


ggc 


ate 


agt 


gae 


ggg 


gee 


aec 


atg 


aaa 


ace 


tte 


tgt 


ggg 


1023 


107 


Cys 


Lys 


Glu 


Gly 


He 


Ser 


Asp 


Gly 


Ala 


Thr 


Met 


Lys 


Thr 


Phe 


Cys 


Gly 
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300 










305 










310 
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ccg 


gag 


tac 


etg 


gcg 


ect 
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etg 


gag 


gae 


aat 


gae 


tat 


ggc 


1071 


111 


Thr 


Pro 


Glu 
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Leu 


Ala 


Pro 


Glu 


Val 


Leu 


Glu 


Asp 


Asn 


Asp 


Tyr 


Gly 
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315 










320 
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egg 


gcc 


gtg 


gae 


tgg 


tgg 


ggg 


etg 


ggt 


gtg 


gtc 


atg 


tac 


gag 


atg 


atg 


1119 


115 


Arg 


Ala 


Val 


Asp 


Trp 


Trp 


Gly 


Leu 


Gly 


Val 


Val 


Met 


Tyr 


Glu 


Met 


Met 
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330 










335 










340 












118 


tgc 


ggc 


cge 


etg 


ecc 


tte 


tac 


aac 


cag 


gac 


cae 


g^g 


cge 


etc 


tte 


gag 


1167 


119 


Cys 


Gly Arg 


Leu 


Pro 


Phe 


Tyr 


Asn 


Gin 


Asp 


His 


Glu 


Arg 


Leu 


Phe 


Glu 
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345 










350 
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etc 


ate 


etc 


ata 


aaa 


Qaq 


ate 


cqe 


tte 


ccq 


cge 


scg 


etc 


age 


ecc 


gag 


1215 


123 


Leu 


He 


Leu 


Met 


Glu 


Glu 


He 


Arg 


Phe 


Pro 


Arg 


Thr 


Leu 


Ser 


Pro 


Glu 




124 










365 










370 










375 






126 


gcc 


aag 


tec 


etg 


ctt 


get 


ggg 


etg 


ctt 


aag 


aag 


gac 


ecc 


aag 


cag 


agg 


1263 


127 


Ala 


Lys 


Ser 


Leu 


Leu 


Ala 


Gly 


Leu 


Leu 


Lys 


Lys 


Asp 


Pro 


Lys 


Gin 


Arg 




128 








380 










385 










390 








130 


ctt 


ggt 


ggg 


ggg 


ecc 


age 


gat 


gcc 


aag 


gag 


gtc 


atg 


gag 


cac 


agg 


tte 


1311 


131 


Leu 


Gly 


Gly 


Gly 


Pro 


Ser 


Asp 


Ala 


Lys 


Glu 


Val 


Met 


Glu 


His 


Arg 


Phe 




132 






395 










400 










405 
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134 


ttc 


etc 


age 


ate 


aac 


tgg 


cag 


gae 


qtq 


gte 


eag 


aag 


aaq 


etc 


etq 


eca 


1359 


135 


Phe 


Leu 


Ser 


He 


Asn 


Trp 


Gin 


Asp 


Val 


Val 


Gin 


Lys 


Lys 


Leu 


Leu 


Pro 




136 




410 










415 










420 












138 


ccc 


ttc 


aaa 


eet 
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gte 


aeg 


tec 
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gae 
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ttc 
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Tyr 
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Gin 
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Ser 
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He 


Arg 


Glu 
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154 aegcaegcte gctgccatea cegctgggtg gttttttaec ectgcc 1599 

157 <210> SEQ ID NO: 2 

158 <211> LENGTH: 20 

159 <212> TYPE: DNA 

160 <213> ORGANISM: Artificial Sequence 

162 <220> FEATURE: ' 

163 <223> OTHER INFORMATION: PGR Primer?/ 

165 <400> SEQUENCE: 2 

166 ageagaatge cagctgatga 20 

169 <210> SEQ ID NO: 3 

170 <211> LENGTH: 20 

171 <212> TYPE: DNA 

172 <213> ORGANISM: Artificial Sequence 

17 4 <220> FEATURE: ^ 

175 <223> OTHER INFORMATION: PGR Primer^ 

177 <400> SEQUENCE: 3 

178 geaggcagcg tatgaeaaag 20 

181 <210> SEQ ID NO: 4 

182 <211> LENGTH: 20 

183 <212> TYPE: DNA 

184 <213> ORGANISM: Artificial Sequence 

186 <220> FEATURE: >^ 

187 <223> OTHER INFORMATION: PGR Probe 

189 <400> SEQUENCE: 4 

190 aeegagagge cgegaeecaa 20 

193 <210> SEQ ID NO: 5 

194 <211> LENGTH; 19 

195 <212> TYPE: DNA 

196 <213> ORGANISM: Artificial Sequence 

198 <220> FEATURE: / 

199 <223> OTHER INFORMATION: PGR Primer*^ 

201 <400> SEQUENCE: 5 

202 gaaggtgaag gteggagtc 19 
205 <210> SEQ ID NO: 6 
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206 <211> LENGTH: 20 

207 <212> TYPE: DNA 

208 <213> ORGANISM: Artificial Sequence 

210 <220> FEATURE: 

211 <223> OTHER INFORMATION: PGR Primer 

213 <400> SEQUENCE: 6 

214 gaagatggtg atgggatttc 

217 <210> SEQ ID NO: 7 

218 <211> LENGTH: 20 

219 <212> TYPE: DNA 

220 <213> ORGANISM: Artificial Sequence 

222 <220> FEATURE: 

223 <223> OTHER INFORMATION: PGR Probe 

225 <400> SEQUENCE: 7 

226 caagcttccc gttctcagcc 

229 <210> SEQ ID NO: 8 

230 <211> LENGTH: 18 

231 <212> TYPE: DNA 

232 <213> ORGANISM: Artificial Sequence 

234 <220> FEATURE: 

235 <223> OTHER INFORMATION: Antisense Oligonucleotide 

237 <400> SEQUENCE: 8 

238 tggacagggc acagtctc 

241 <210> SEQ ID NO: 9 

242 <211> LENGTH: 18 

243 <212> TYPE: DNA 

244 <213> ORGANISM: Artificial Sequence 
24 6 <220> FEATURE: 

247 <223> OTHER INFORMATION: -Antisense Oligonucleotide 

249 <400> SEQUENCE: 9 

250 gaggcaccgt ggacaggg 

253 <210> SEQ ID NO: 10 

254 <211> LENGTH: 18 

255 <212> TYPE: DNA 

256 <213> ORGANISM: Artificial Sequence 

258 <220> FEATURE: 

259 <223> OTHER INFORMATION: Antisense Oligonucleotide 

261 <400> SEQUENCE: 10 

262 tgacagacac ctcattca 

265 <210> SEQ ID NO: 11 

266 <211> LENGTH: 18 

267 <212> TYPE: DNA 

268 <213> ORGANISM: Artificial Sequence 

270 <220> FEATURE: / 

271 <223> OTHER INFORMATION: Antisense Oligonucleotide 

273 <400> SEQUENCE: 11 

274 ctttgatgac agacacct 

277 <210> SEQ ID NO: 12 

278 <211> LENGTH: 18 
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279 <212> TYPE: DNA 

280 <213> ORGANISM: Artificial Sequence 

282 <220> FEATURE: 

283 <223> OTHER INFORMATION: Antisense Oligonucleotide. 

285 <400> SEQUENCE: 12 

286 ccagccttct ttgatgac 18 

289 <210> SEQ ID NO: 13 

290 <211> LENGTH: 18 

291 <212> TYPE: DNA 

292 <213> ORGANISM: Artificial Sequence 

294 <220> FEATURE: 

295 <223> OTHER INFORMATION: Antisense Oligonucleotide 

297 <400> SEQUENCE: 13 

298 tgtggagcca gccttctt 18 

301 <210> SEQ ID NO: 14 

302 <211> LENGTH: 18 

303 <212> TYPE: DNA 

304 <213> ORGANISM; Artificial Sequence 

306 <220> FEATURE: 

307 <223> OTHER INFORMATION: Antisense Oligonucleotide 

309 <400> SEQUENCE: 14 

310 gatgtattca ccacgctt 18 

313 <210> SEQ ID NO: 15 

314 <211> LENGTH: 18 

315 <212> TYPE: DNA 

316 <213> ORGANISM: Artificial Sequence 

318 <220> FEATURE: 

319 <223> OTHER INFORMATION: Antisense Oligonucleotide ^ 

321 <400> SEQUENCE: 15 

322 gtcttgatgt attcacca 18 

325 <210> SEQ ID NO: 16 

326 <211> LENGTH: 18 

327 <212> TYPE: DNA 

328 <213> ORGANISM: Artificial Sequence 

330 <220> FEATURE: 

331 <223> OTHER INFORMATION: Antisense Oligonucleotide 

333 <400> SEQUENCE: 16 

334 ccaatgaagg agccgtcg 18 

337 <210> SEQ ID NO: 17 

338 <211> LENGTH: 18 

339 <212> TYPE: DNA 

340 <213> ORGANISM: Artificial Sequence 

342 <220> FEATURE: ^ 

343 <223> OTHER INFORMATION: Antisense Oligonucleotide' 

345 <400> SEQUENCE: 17 

346 ctacggagaa gttgttta 18 

349 <210> SEQ ID NO: IB 

350 <211> LENGTH: 18 

351 <212> TYPE: DNA 
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